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A B S T R A C T 

 

This study was done on a total of 92 mastitic milk samples (50 clinical, 42 sub-clinical) and 40 hand 

swabs from contact humans  were collected from different dairy farms at  Gharbia governorate.  

The collected samples were examined bacteriologically to isolate mastitis pathogens (Staph. aureus, 

Strept. agalactiae, S. dysgalactiae and Strept. uberis). From clinical mastitic samples, six isolates 

were  S. aureus ( 12%) and one isolate  was (2%) S. dysgalactiae.  Among sub clinical mastitic milk 

samples two isolates were S. aureus (4.6%) and one  isolate (2.3%) S. agalactiae. While S. uberis 

were not detected.  From contact human hand swabs both S. aureus and Streptococcus species were 

s were highly sensitive to Antibiotic sensitivity test revealed that all bacterial isolatenot detected. 

gentamicin respectively, while all isolates  andenerofloxacin, ciprofloxacin, sulpha |trimethoprim 

were resistant to penicillin followed by amoxicillin/Clavulanic acid. Two isolates of S. aureus were 

screened for detection of enterotoxin genes (Sea, Seb, Sec, Sed and See) by multiplex PCR. Only 

Sed gene was detected in one isolate.  Cfb gene (CAMP factor) and hyl (hyluronidase) gene were 

detected in S. agalactiae. mig (surface-expressed mig protein) gene was detected in S. dysgalactiae.  
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1. INTRODUCTION 

Mastitis is an important disease that limits 

dairy production. The disease should be 

studied as it causes financial loss as a result of 

reduced milk yield, discarded milk following 

antibiotic therapy, veterinary expense and 

culling of mastitic cows (Radostitis et al., 

2007). It is primarily resulting from an 

invasion of mammary tissues by pathogenic 

microorganisms through the teat canal 

resulting in physical, chemical, pathological 

changes in glandular tissues and milk (Quinn 

et al., 2002 and Radostitis, 2007) Many 

infectious agents are responsible in causing 

the disease in dairy animals as bacterial 

agents like Staphylococcus spp., 

Streptococcus spp., Escherichia coli, 

Corynebacterium spp., Klebsiella spp., 

Psudomonas spp., Mycoplasmal agents, 

fungal agents, viral agents are responsible for 

the disease (Radostits et al., 1995). Mastitis 

can occur in a clinical and sub clinical form, 

the latter is commonly occurring in most 
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herds (Gruet et al., 2001 and Awale et al., 

2012). The controls of mastitis in dairy herds 

are accomplished in part with the aid of 

                    antibiotics therapy (NMC, 1999). 

versatile pathogen is a  Staphylococcus aureus

responsible for a variety of infections in 

). The 2008 humans and animals (Hata et al.,

production of enterotoxins is particularly 

tandpoint as significant from a public health s

the ingestion of preformed toxins is a major 

cause of food poisoning worldwide (Le Loir 

          ).2006 and Srinivasan et al., 2003 et al., 

is a highly contagious agent and  S. agalactiae 

commonly found in the mammary gland of 

cattle (Fonseca and Santos.,2000) and usually 

and  mastitis- associated with acute clinical

persistent subclinical infections (Hillerton et 

S. al., 2004).  The molecular tests on 

indicated the presence of virulence  agalactiae

binding -( encoding fibrinogen Afbsgenes as 

(encodes hyalurinidase hylprotein),and 

ch play a role in pathogenesis of enzyme ) whi

                   (Arbini et al., 2016). S. agalactiae 

 

is responsible for  gene Afbs The       

 A , which allows thefbsencoding the protein 

to fibrinogen, soluble  S. agalactiae binding of

or mobilized from extracellular matrix of the 

host organism (Sukhnanand et al., 2005).    

to host tissues  S. agalactiae The adherence of

is important in the early infection process 

ini et al 2006), and (Frost et al.,1977 and Ros

recent studies have shown that the 

also has platelet function and  Afbs protein

may cause other problems during infection 

(Pietrocola et al.,2005), but may also be 

involved escape mechanism in the immune 

by system, preventing opsonization 

macrophages and neutrophils (Sukhnanand et 

                                                          al., 2005). 

B protein hlyThe gene is responsible for        

B], which is very hlycalled hyaluronatelyase [

S.  important for the pathogenesis of

(Glazer et al.,2002). This protein  eagalactia

belongs to a special group of enzymes called 

hyaluronidase that responsible for the 

degradation of polysaccharides such as 

chondroitin, chondroitin sulfate, and 

especially the N acetyl glucosamine, which is 

composition of hyaluronic acid part of the 

during  S. agalactiae facilitating the spread of

                         ).infection (Akhtar et al., 2006 

S. Among the environmental streptococci,        

is one of the most prevalent,  dysgalactiae

which may infect mammary glands as 

favorable conditions are present (Todhunter et 

expressed -al., 1995). It can produce a surface

, which promote miglike proteins called  -M

dissemination of the organism into host tissue 

                                      nho et al., 1998).(calvi

So, the current study aimed to isolate and 

identify some bacteria from mastitic milk and 

to detect some of their  contact andhuman 

virulence genes using biochemical tests and 

                                             PCR respectively. 

 

                                              

 

2. MATERIAL AND METHODS: 

2.1. Sampling : a total of 92 mastitic milk 

samples (50 clinical, 42 sub-clinical) and 40 

hand swabs from contact humans  were 

collected from different dairy farms at 

Gharbia governorate.                                         

A. Milk samples: 

Mastitis milk samples were collected 

aseptically into screw capped bottles and kept 

        C until microbiological examination.oat 4 

 

      Twenty five ml from each sample were 

homogenized with 225 ml of buffered 

peptone water (BPW) for pre-enrichment and 

, et al.C for 24 h (Addis oincubated at 37

2011).                                                             

B. contact human hand swabs:                          

Moistened sterile swabs were rolled over the 

palm of hands, finger tips , nails and area 

between fingers of human contacts. Each 

swab was inserted in tubes containing BPW 
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